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The dark adapted state is a mixture of the
13-cis 15-syn and all-trans 15-anti form.

T T

T T T T T T T T T T T
Retinal C=C  Amide [1

. Pro CH
stretching 2
bending .
Aspls Retinal
c=0 Amide | P CN coupled M-H and G -H
‘ | stretching i plane bending
0 -

Aspl5
Coo

/

Amide iy Tyrigs

Schiff base

@

Dark - adaption

0,07 ms

Light-induced IR difference spectrum between the photointermediate M
and that of the unphotolysed state of bacteriorhodopsin (BR). Positive
bands correspond to the M state and negative bands to the ground state.
Time-resolved spectra recorded between 0.3 and 0.4 ms at 20 °C and pH
8.4 using the ATR technique. The lower graph shows the time evolution at
1186 cm™ on a stepscan measurment startinga 30nsat10°CandpH 7.
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